Abstract -The G-banding technique was performed on chromosomes from gill tissue of three cupped oyster species: Crassostrea gigas, Crassostrea angulata and Crassostrea virginica. Identification of the ten individual chromosome pairs was obtained. Comparative analysis of G-banded karyotypes of the three species showed that their banding patterns generally resembled each other, with chromosome pair 3 being similar in all three species. However, differences from one species to another were also observed. The G-banding pattern highlighted greater similarities between C. gigas and C. angulata than between these two species and C. virginica, thus providing an additional argument for genetic divergence between these two evolutionary lineages.
). These studies showed that oyster karyotypes were symmetrical and interspecific differences consisted in the occurrence and differing proportions of metacentric and submetacentric chromosomes [18, 21] .
The application of differential staining techniques, such as Ag-NORs for nucleolar organiser regions and C-banding for constitutive heterochromatin allowed the identification of some specific chromosome pairs in the karyotypes of oyster species [14-16, 18, 19, 39] . More recent techniques, such as fluorescent in situ hybridization, have been tested in Crassostrea gigas [5, 9] , and others, such as fluochrome staining and restriction endonuclease treatment, have been carried out in other bivalve species [25, 26] . But [25, 27] and in the oyster Crassostrea virginica [32] .
In this study, G-banding patterns are described in three cupped oysters: Crassostrea gigas (Thunberg), the Pacific oyster, Crassostrea angulata (Lamark), the Portuguese oyster and Crassostrea virginica (Gmelin), the Eastern American oyster. On the long arm, C. gigas presents three near equivalent bands differing from C. angulata and C. virginica which are characterised by the presence of one major band.
Chromosome 10: the three species are characterised by two bands at the extremities of the short arm. Two major bands are seen on the long arm of C. gigas and C. angulata while three are present in C. virginica.
DISCUSSION
The application of G-banding to three species of oysters: C. gigas, C. angulata and C. virginica, allowed individual identification of the chromosomes which makes it possible to prepare accurate karyotypes and describe the respective idiograms.
Comparison with previous G-banding analysis of C. virginica [32] showed that the number of G-bands identified as black bands (i.e. the most distinct) was similar in chromosome pairs 5 [3, 30] and karyotype analysis [18] . G-banding highlights similarities between these two taxa, except for chromosome 7 where both arms are shown to be different. This difference corroborates their taxonomic separation. C. angulata and C. virginica also display additional similarities in the number of major G-bands on the whole chromosome 7, the short arm of chromosome 2 and the long arm of chromosome 9, but they differ on the short arms of chromosomes 1 and 4, and on the long arms of chromosomes 5, 6, 8 and 10. Karyological differences between these two species have been previously observed !18!. C. virginica contrasts with C. gigas on the short arms of chromosomes 1, 2, 4 and 7, and on the long arms of chromosomes 5, 6, 7, 8, 9 and 10. Genetic divergence between C. gigas and C. virginica has been demonstrated by molecular phylogenies [20, 29] 
